Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.025; wR factor = 0.073; data-to-parameter ratio = 16.5.
Experimental
Crystal data C 16 H 23 BrO 4 M r = 359.25 Triclinic, P1 a = 9.0173 (5) Å b = 9.2086 (5) Å c = 11.4217 (6) Å = 106.752 (1) = 106.196 (1) = 100.353 (1) V = 836.51 (8) Å 3 Z = 2 Mo K radiation = 2.47 mm À1 T = 173 K 0.47 Â 0.40 Â 0.21 mm
Data collection
Bruker SMART 1000 CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2004) T min = 0.370, T max = 0.594 6537 measured reflections 3237 independent reflections 2940 reflections with I > 2(I) R int = 0.017 Refinement R[F 2 > 2(F 2 )] = 0.025 wR(F 2 ) = 0.073 S = 1.08 3237 reflections 196 parameters H-atom parameters constrained Á max = 0.65 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2001); cell refinement: SAINT-Plus (Bruker, 2003) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. Fig. 1 0.0223 (9) 0.0241 (9) 0.0231 (10) 0.0050 (7) 0.0070 (8) 0.0096 (8) C2 0.0217 (9) 0.0201 (9) 0.0271 (10) 0.0059 (7) 0.0119 (8) 0.0113 (8) C3 0.0191 (9) 0.0221 (9) 0.0260 (10) 0.0044 (7) 0.0089 (8) 0.0089 (8) C4 0.0303 (11) 0.0362 (12) 0.0252 (11) 0.0122 (9) 0.0077 (9) 0.0094 (9) (9) 0.0216 (9) 0.0027 (7) 0.0045 (7) 0.0088 (7) C9 0.0213 (9) 0.0241 (9) 0.0237 (10) 0.0076 (7) 0.0076 (8) 0.0085 (8) C10 0.0228 (9) 0.0183 (9) 0.0248 (10) 0.0059 (7) 0.0053 (8) 0.0091 (7) C11 0.0197 (9) 0.0211 (9) 0.0231 (9) 0.0021 (7) 0.0056 (8) 0.0083 (7) C12 0.0170 (9) 0.0219 (9) 0.0272 (10) 0.0045 (7) 0.0076 (8) 0.0088 (8) C13 0.0194 (9) 0.0190 (9) 0.0261 (10) 0.0044 (7) 0.0043 (8) 0.0093 (7) (6) 0.0209 (7) 0.0159 (6) O3 0.0285 (7) 0.0222 (7) 0.0403 (8) 0.0058 (6) 0.0184 (7) 0.0145 (6) O4 0.0236 (7) 0.0214 (7) 0.0473 (9) 0.0094 (5) 0.0169 (7) 0.0177 (6) Geometric parameters (Å, °) 
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